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Abstract. Acinetobacter baumannii is one of the most influential pathogens
causing nosocomial infections characterized by high resistance to antibacterial
drugs. Thus, this study aimed to evaluate the dynamics of A. baumanniiisolation
and the level of antibiotic resistance in a multidisciplinary hospital for the
period 2021-2025. For this reason, a comparative retrospective analysis was
conducted on 13 221 clinical isolates obtained from various departments. The
analysis was conducted using phenotypic identification and susceptibility
testing methods. Susceptibility testing (antibiograma) was performed
using the Vitek 2 automated system and the disk diffusion method for nine
antimicrobial drugs. These antibiotics included carbapenems (imipenem,
meropenem), aminoglycosides (gentamicin, amikacin, tobramycin), fluoro-
quinolones (ciprofloxacin, levofloxacin), colistin, and a trimethoprim/
sulfamethoxazole combination. The results showed a decrease in the frequency
of A. baumannii isolation over the observation period (x* = 19.29, p = 0.0007),
with the majority of isolates retaining multiple-drug resistance (MDR). The
highest resistance was detected to fluoroquinolones and carbapenems,
while susceptibility to colistin remained high throughout all years. The lack
of molecular analysis limits the interpretation of the results; however, the
resulting resistance profile suggested genes that could act as pathogenicity
factors. These comparative retrospective analyses of resistance highlight the
need for ongoing local monitoring of A. baumannii antibiotic resistance and
the rational use of antimicrobials in hospital settings.
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Dynamics of Acinetobacter baumannii isolation and antibiotic resistance in a multidisciplinary clinic for 2021-2025

Introduction

Antibioticresistance (AR) remains one of the most significant public health threats in the 21st
century [1,2]. The widespread spread of resistant pathogens and the declining effectiveness of
essential antimicrobials lead to increased mortality, prolonged hospitalization, and increased
healthcare costs [1,2]. Among hospital-acquired pathogens, Acinetobacter baumannii poses a
particular danger [3-6]. It is a non-fermenting Gram-negative rod characterized by its ability to
survive in the hospital environment [3-6]. Its rapidly accumulating resistant determinants cause
severe nosocomial infections (including ventilator-associated pneumonia and bacteremia) with
high mortality in intensive care units [3-6].

Current systematic reviews and meta-analyses demonstrate wide geographic variability in
A. baumannii resistance levels [3,4]. At the same time, many regions exhibit persistently high
rates of resistance to carbapenems, fluoroquinolones, and aminoglycosides. Carbapenem-
resistant A. baumannii (CRAB) strains are listed by the World Health Organization (WHO) as
priority bacterial pathogens requiring the development of new therapeutic agents and enhanced
surveillance [7,8]. Furthermore, there are alarming reports of an increase in cases resistant even
to reserve drugs (colistin, tigecycline) [9-14]. Molecular epidemiological analyses highlight the
role of clinical clones and plasmid-mediated transmission of resistance genes in the formation
of local and interregional outbreaks [11,15,16].

Reliable epidemiological surveillance of AR requires continuous monitoring through
the analysis of obtained data, which allows us to separate random annual fluctuations from
stable trends [17-20]. Timely detection of outbreaks of clonal spread and assessment of the
impact of interventions (antibiotic stewardship, infection control measures) are important for
sustainable control [17-20]. Thus, local and regional studies assessing the annual dynamics
of S/R for individual antibiotics and the distribution of non-MDR (non-multi-drug-resistant)/
MDR (multi-drug-resistant)/PDR (pan-drug-resistant) categories are a valuable source of
clinical and epidemiological information [1,8,12]. They inform empirical treatment regimens,
antimicrobial stewardship policies, and infection control measures in hospitals [1,8,12]. With
limited therapeutic options and the slow development of new antibiotics, timely monitoring
and transparent reporting remain crucial elements in responding to the A. baumannii threat.

Materials and research methods

Object and research basis

The study involved clinical isolates of Acinetobacter baumannii isolated from various
biological specimens of patients hospitalized at the National Research Medical Center (NRMC)
between 2021 and 2025. The study included specimens from the anesthesiology and intensive care
departments (ICU), urology, surgery, and therapy patients. In some cases, specimens were received
from the microbiology department (MOB-2). Over five years, a total of 13 221 clinical specimens were
analyzed, from which a varying number of A. baumannii isolates were identified by year (Table 1).

Table 1
Annual distribution of the number of tested samples and positive isolates
of A. baumannii at the NRMC (2021-2025)
Year Number A. baumannii Main departments where the pathogen was
of samples tested (n) | isolates (n) isolated

2021 2939 12 ICU, urology, outpatient department, day hospital
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2022 2746 28 ICU, urology, surgery, and the outpatient department
2023 2505 16 Urology, internal medicine, outpatient clinic, surgery
2024 2739 12 Urology, surgery, outpatient clinic, I[CU

2025 2292 6 ICU, Urology, CCD, Urology, MOB-2

Note: the calculation was based on data from the microbiological registry of the NRMC (2021-2025).
ICU - intensive care departments, MOB-2 - microbiology department.

Selection of biological materials

Between 2021 and 2025, the study included clinical specimens collected from patients in
various departments of the NRMC (Table 1). The predominant samples examined were from the
urinary tract (urine), the respiratory tract (bronchial washings, sputum, throat swabs, pleural
fluid, and contents of intubation and suction catheters), as well as wound, drainage, wound and
pressure ulcer swabs, and contents of central venous catheters. All specimens were collected
using an aseptic technique and transported to the microbiology laboratory within two hours
after collection [21].

Microbiological analysis and identification of isolates

Clinical specimens were cultured on standard nutrient media, including blood agar, Endo
agar, egg yolk-salt agar, Kalina agar, chocolate agar, and chromogenic media. Incubation was
performed at37°Cfor 18-24 hours. Preliminary identification of microorganisms was performed
by morphological characteristics, Gram staining, and biochemical tests [21]. Pure cultures were
also identified using the automated Vitek 2 Compact system [22,23].

Antimicrobial susceptibility testing (antibiograma) of A. baumannii isolates was performed
using two methods. The first method was a disk diffusion assay on a nutrient medium using
commercial antibiotic disks [22]. Inhibition zones were recorded after 18-24 hours of incubation
at 37°C and interpreted according to the recommendations of the European Committee on
Antimicrobial Susceptibility Testing (EUCAST) [24]. The second method was automated using
the Vitek 2 Compact system [23].

The comparative retrospective analyses of resistance included drugs from various pharma-
cological groups: imipenem, meropenem, amikacin, gentamicin, tobramycin, ciprofloxacin,
levofloxacin, trimethoprim/sulfamethoxazole, and colistin. Results were interpreted according
to EUCAST criteria, classifying isolates as intermediate (S), intermediate (I), or resistant (R)
[24]. Intermediate (I) and resistant (R) isolates were combined during the analysis to compare
intermediate and resistant isolates.

Statistical data analysis

Statistical data processing was performed using GraphPad Prism 8.0.1. For each year, the
proportion of positive A. baumannii isolates among the total number of tested samples was
calculated, expressed as a percentage. Based on these data, the mean proportion (%) and
standard error of the mean (SE) were determined and used to plot error bars (values are
presented as mean * SE). Comparisons of proportions between groups were performed using
the x? (chi-square) test or Fisher's exact test, depending on the sample size [21]. Differences
were considered statistically significant at p < 0.05. All graphical representations included
legends indicating the analysis method used and confidence levels.
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Results

The proportion of A. baumannii among clinical isolates in 2021-2025

The analysis revealed a significant downward trend in the frequency of Acinetobacter
baumannii isolation from patient clinical specimens over the period 2021-2025. The proportion
of positive isolates was 1.09% in 2021, 1.02% in 2022, 0.64% in 2023, 0.44% in 2024, and
0.26% in 2025, representing a total of 4.49% across the five years. The highest number of A.
baumannii cases was recorded in 2021-2022. The decrease in the proportion of the pathogen
in subsequent years likely reflects the effectiveness of infection control measures and the
rationalization of antibacterial therapy in the hospital. The statistical analysis performed using
the x* method confirmed the reliability of differences between the years of observation (x* =
19.29; df = 4; p = 0.0007). This indicates a statistically significant decrease in the proportion of
A. baumannii isolates over the five-year observation period.

The proportion of A. baumannii among all isolates, %
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Figure 1. Yearly changes in the proportion of Acinetobacter baumannii among all isolates
(2021-2025). The total number of isolates (n) for each year is indicated in the diagram.
The diagram shows values * standard error of proportion (SE). Statistical analysis was performed
using the chi-square (x?) test comparing positive and negative A. baumannii cases across the years
2021-2025 (x* =19.29; df = 4; p = 0.0007)

Changes in the resistance structure of A. baumannii isolates

An analysis of the distribution of A. baumannii isolates by resistance categories (non-MDR¥,
MDR**, and PDR) showed that multidrug-resistant strains predominated in all observation
years (Figure 2). In 2021, the proportion of MDR isolates was approximately 42%, non-MDR
25%, and PDR 8%. In subsequent years, slight fluctuations between categories were observed,
but without significant dynamics (p > 0.05). Overall, the resistance pattern remained stable
throughout the study period. At the same time, the proportion of MDR isolates remained high,
indicating the persistence of resistant clones of the pathogen in hospital settings. The recorded
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periodic variability in the ratios of non-MDR and PDR strains likely reflects the influence of
factors associated with changes in antibiotic therapy tactics, drug rotation, and hospital
environmental characteristics. Despite the absence of an increase in PDR forms, the persistence
of a significant proportion of MDR isolates poses a serious problem for clinical practice.

Antibiotic susceptibility of A. baumannii isolates

The results of antibiotic susceptibility testing of A. haumannii isolates collected between 2021
and 2025 indicate widespread drug resistance and a strong tendency toward the persistence
of a multidrug-resistant phenotype. The overall picture (Figure 3) shows that A. baumannii
exhibited low susceptibility to most antimicrobial agents. The exception was colistin, whose
activity remained high over the last three years of observation. However, the data were not
presented graphically due to the small sample size.

Changing the dynamics of resistance
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Note: *Because there were only 3 cases of A. haumannii that were completely susceptible to antibiotics
during the entire observation period, it was combined into a group as non-MDR, which includes those
resistant to 1 and 2 antibiotics. **The MDR group included resistance to equal or more than 3 antibiotics.
The PDR group includes isolates that were resistant to all antibiotics tested.

Figure 2. Yearly changes in the resistance dynamics of Acinetobacter baumannii among all isolates
(2021,n=12; 2022, n=28; 2023, n=16; 2024, n=12; 2025, n=6). The diagram shows values * standard
error of proportion (SE). Statistical analysis was performed using the chi-square (x?) test comparing

response type with other A. baumannii cases across the years 2021-2025

Aminoglycosides

Susceptibility of isolates to amikacin was 58% in 2021, decreased to 50% in 2022, and
reached a minimum of 33% by 2025. A similar trend was observed for gentamicin. In 2021, the
proportion of susceptible strains was 58%, in 2023 it was 50%, and by 2025 it had decreased
to 20%. Similar fluctuations were observed for tobramycin, from 70% of isolates susceptible
in 2021 to 30% in 2025. Although the differences between years did not reach statistical
significance (p > 0.05), the overall trend indicates a gradual decline in aminoglycoside activity.
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This indicates the emergence of resistance in the hospital strain population. The high level of
cross-resistance between amikacin, gentamicin, and tobramycin indicates the accumulation of

similar genetic determinants (aacC, aphA, and aadB) typical for A. baumannii [25,26].
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Figure 3. Changes in the sensitivity of A. baumannii isolates to antibiotics from various
pharmacological groups from 2021 to 2025. The diagram shows values * standard error of proportion
(SE). Statistical analysis was performed using the chi-square (x?) test to compare susceptible and
resistant A. baumannii cases across the years 2021-2025
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Carbapenems

The most alarming situation is observed for imipenem and meropenem. In 2021, susceptibility
to imipenem was 33%, by 2024 it was 45%, and by 2025 it had decreased to 20%. Similar
trends were observed for meropenem (50%, 58%, and 20%, respectively). These data confirm
the presence of high levels of carbapenem resistance, likely associated with the spread of OXA-
type D carbapenemases (primarily OXA-23-like, 0XA-24/40-like u OXA-58-like), consistent
with global trends [7,27-29]. Carbapenem-resistant strains typically exhibit multiple resistance
and limited therapeutic options, as evidenced by the high correlation with the MDR and PDR
categories in this study.

Fluoroquinolones

Fluoroquinolone activity remained low throughout the study period. While susceptibility to
levofloxacin was 45% in 2021, 30% in 2023, and decreased to 17% by 2025, susceptibility to
ciprofloxacin did not exceed 10% in all observation years. These values indicate the practical
ineffectiveness of fluoroquinolones against clinical isolates of A. baumannii. This is likely due to
mutations in the gyrA and parC genes, as well as activation of the efflux systems [30,31].

Sulfonamides

For trimethoprim/sulfamethoxazole, moderate fluctuations in susceptibility were observed,
ranging from 50% (2021) to 20% (2025). Although there were no statistically significant
differences (p > 0.05), a gradual decrease in susceptibility persisted. Given the limited use of
this drug in hospital settings, the decrease in activity may be due to cross-resistance via plasmid
determinants such as dfrA1, dfrA5, sull, and sul2 [26,29].

Polymyxins

Of particular importance is the high activity of colistin, to which over 60% ofisolates remained
susceptible throughout the observation period (2023-2025). In 2024-2025, susceptibility
increased to 80% and 100%, respectively. This makes colistin a "last resort" drug for the
treatment of infections caused by MDR/XDR A. baumannii strains. However, the development of
resistance to polymyxins remains extremely rare. This is likely due to the limited use of the drug
and the high fitness cost of mutations in the 1pxA/D, IpxACD, and pmrB genes [32,33].

Discussion

The results of this study demonstrate that, over the period 2021-2025, a clear downward
trend in the frequency of A. baumannii isolation among all clinical isolates was observed in a large
multidisciplinary hospital. The significant decrease in the proportion of positive isolates (x* =
19.29; p = 0.0007) may reflect the effectiveness of the implemented infection control measures
and optimization of antibacterial therapy in various departments. Similar trends have been
described in a number of publications where the implementation of antimicrobial stewardship
programs led to a reduction in the prevalence of hospital isolates of A. baumannii [3,5,12].

Despite the positive trend in the reduction of pathogen isolation frequency, the structure
of drug resistance in A. baumannii remained tense. MDR strains predominated in all study
years, which is consistent with the results of similar observations conducted in other countries
[2,6,10]. The high proportion of MDR strains indicates stable circulation of hospital clones
possessing a combination of defense mechanisms [4,11]. This is possibly associated with the
rapid production of broad-spectrum (-lactamases, the activity of efflux systems, and changes in
the permeability of the outer membrane [4,11].
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The most pronounced resistance was observed to carbapenems (imipenem, meropenem)
and fluoroquinolones, which is consistent with international observations, in which the
spread of carbapenem-resistant clones of A. baumannii (CRAB) is considered one of the main
challenges of clinical microbiology [7,14,32]. Given the lack of molecular typing in our study; it
is assumed that the obtained phenotypic manifestations are associated with the spread of OXA-
type B-lactamases [7,27-29]. We also assume that this is associated with possible mutations
in the gyrA and parC genes and the activation of adeABC-type efflux systems, which has been
confirmed by other authors [34-36].

An interesting feature is the persistence of high susceptibility of isolates to colistin, which
is consistent with the results of studies conducted in Europe and the Middle East [6,37,38].
The lack of growth of colistin-resistant strains in our study is likely due to the limited use of
this drug in clinical practice. Mutations in the pmrA/pmrB and IpxACD systems responsible
for resistance to polymyxins are known to be accompanied by a significant fitness cost, which
reduces the likelihood of their persistence in the population [32,33].

It should be emphasized that the study was phenotypic in nature and did not include
molecular analysis of resistance genes. This limits the ability to accurately identify resistance
mechanisms and genetically characterize circulating clones. However, the results obtained
allow us to formulate hypotheses about the likely mechanisms of multiple resistance. This,
in turn, allows us to formulate a direction for further research, including genome sequencing
and the identification of pathogenicity factors (OXA, NDM, sul, aad, adeABC, etc.). From a
practical standpoint, the data confirm the need for continuous local monitoring of A. haumannii
susceptibility. Notably, phenotypic shifts can serve as an early indicator of the emergence of new
resistant clones. Going forward, it seems advisable to combine epidemiological observations
with molecular genetic methods (WGS, MLST) to clarify clonal affiliation and sources of
nosocomial spread. In the future, the results of this study can be used to adjust empirical
treatment regimens, optimize antimicrobial control programs, and develop regional protocols
for the rational use of antibiotics.

Conclusion

The study assessed the isolation dynamics and antibiotic resistance levels of A. baumannii
in hospitals from 2021 to 2025. The comparative retrospective analyses of resistance data
obtained indicate a decrease in the rate of pathogen isolation. This may reflect the effectiveness
of implemented infection control measures and the rationalization of antibacterial therapy.
However, despite this positive trend, a high level of multidrugresistance (MDR) persists, including
to B-lactam antibiotics and carbapenems, confirming the persistent circulation of hospital clones.
Of particular note is the high susceptibility of isolates to colistin, which persisted throughout
the observation period. This is likely due to the limited use of the drug and the high fitness cost
of mutations conferring resistance to polymyxins. Meanwhile, moderate susceptibility rates
to trimethoprim/sulfamethoxazole may be due to cross-resistance associated with plasmid
determinants of the sull/sul2 type. It should be noted that this study was phenotypic in nature
and did not include molecular verification of resistance mechanisms. This limits the ability to
accurately identify resistance determinants and assess the clonal structure of the population.
Nevertheless, the identified patterns allow us to hypothesize possible mechanisms of multiple
resistance and outline areas for further research, including molecular genetic methods to detect
pathogenicity factors. The results of this study can potentially be used to improve surveillance
systems for hospital-acquired infections, optimize empirical antibiotic therapy, and develop
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regional antimicrobial control protocols. Continued studies using molecular technologies
will provide a deeper understanding of the spread of resistance and develop more effective
strategies for its containment.
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Keno6eiiinai aypyxanagarsl 2021-2025 xkbLi1jap apanbirblHAa Acinetobacter baumannii
OKLIAY/IaHY >KUIJIIri )KoHe aHTUOUOTUKKE TO3IMAIIriHiH, AMHAMHKAChI

H.C. Cyrum6ekoBa*!?, H.M. Bucenoa*?, M.JK. Amanxko10Ba**, C.K. AGenbaeHORB3,
M.Y. Aycmaram6eToB?, A.Y. BaiiayiicenoBal, L[.Il. lylice6ekoBa’, A.I. CapceHoBa!
IAcmaHa meduyunaavik yHusepcumemi, Acmama, Kazakcmat
2¥1mmblK FolabIMU MeJUYUHAIbIK opmanabik, AcmaHa, Kazakcma
3¥ammeoik 6uomexHo102usl opmaJviFel, Acmana, Kasakcmat
*an-@apabu amviHdarsl Kazak yammeulk yHueepcumemi, Aamamsi, Kazakcmau

Anpgarna. Acinetobacter baumannii - aypyxaHaimniJiik uHeKUUsAJapAbl TYAbIPAThIH €H KayiIlTi
naToreHzep/AiH 6ipi, 0,1 6akTepusiFa Kapchl NpenapaTTapFa XXoFaphl JeHrenaeri Te3iMiairiMmeH cunar-
Tasazbl. COHABIKTAH, Oys 3epTTeyaiH MakcaTbl 2021-2025 xbUifap apasibIFbIHAAFbl KOI CaJiajbl
aypyxaHaza A. baumannii oKlayJiaHy JMHaMHKaChIH *K9He aHTUOMOTHKKeE TO3IMATIK JeHreliH 6araiay
6061 OCcbl MaKcaTTaapTYpJli 6e1iMAep/ieH anblHFaH 13 221 KJIMHUKAJBIK U30JISITThIH CaJIbICThIpMaJlbl
peTpoCneKTUBTI Tangaysl Xkyprizingi. Tangay ¢eHOTUNTIK UAeHTHPUKALUSA KoHEe aHTUOUOTUKTepre
ce3iMTa/NIABIKTEI TEKCepy apKbLIbl JKyprisisgi. Ce3iMTalgbIKTbl TeKkcepy (aHTHOHOrpaMMasap)
aBToMaTTaHAbIpbLIFaH Vitek 2 kylieci »xoHe TOFbI3 MUKPOOKA KapChl areHT YIIiH AUCK AU DY3UACH
d/liciH Ko/1AaHy apKbLIbl )Kyprisingi. Bys aHTu6HoTUKTepre KapbaneHeMep (MMUIleHEM, MEPOIIEHEM),
AMHUHOIJINKO3U/ATep (FeHTaMULWH, aMUKAllMH, TOOpaMUIUH), $TOpXHHOJOHAAD (LUIPOQIOKCALIMH,
JieBOQJIOKCAIUH), KOJIUCTHH >9He TPUMETONPHUM/cy/bdaMeTOKCa30/l KOMOWHALUSACHl »KATajbl.
HoTwmxesep capasay keseHinge A. baumannii oKiayiany >Kuisiriniy TeMenerenia kepcerTi (x* = 19.29,
p = 0.0007), kenTereH U3oaATTap Ken Aapinik te3iMAitikTi (KAP) cakTan Kaagbl. @TopXuHoJIOHAAD
MeH KapbaneHeMJiepre eH »KOFapbl TO3IM/JIiK aHBIKTaJ/l/bl, ajJ KOJHUCTHUHTE Ce3iMTal/bIK OGapJibIK
KbLIZIAp GOMBI KOFapbl 6OJIBIN KaiAbl. MoJieKylablK TaAAayAblH 60/1Maybl HOTHXKeepAi TyciHAipyai
mekTenai. JlereHMeH, ajJblHFaH Te3iM/iliKk npodui maToreHAinik GakTopapsl peTiHje dpeKeT eTyi
MYMKiH reHJiep/liH, 6ap ekeHiH kepceTe/li. CalbICThIpMaJibl PETPOCHEKTUBTI TO3IMAINIK TaNAaybIHbIH
HoTWXKeJepi A. baumannii aHTUOUOTUKTEPTe TO3IMIIIrH Y3AiKci3 )KepriyiKTi 6aKplIay *KoHe aypyxaHa
»KaFJailblHAa MUKPOOKa Kapchl penapaTTapAbl YThIMAbI NaijajlaHy KaXKeTTiJIiriH KepceTesi.

Tyiin ce3aep: Acinetobacter baumannii, aHTUGUOTUKTepre TO3IM/IIK, Kol Aapinik Tesimaitik (KIP),
Kap6aneHeMm/iep, TOPXUHOJIOH/AP, KOJUCTHH, KIMHUKAJIBIK U30JIATTap
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JuHaMmuKka BelgeneHus Acinetobacter baumannii 1 aHTUGUOTUKOPE3UCTEHTHOCTU
B MHOronpo@ujibHOM cTanuoHape 3a 2021-2025

H.C. Cyrum6ekoBa*!?, H.M. Bucenoa*?, M.JK. Amanxko10Ba**, C.K. AGenbaeHORB3,
M.Y. Aycmaram6eToB?, A.Y. BaiiayiicenoBal, L.Il. lylice6ekoBa’, A.I. CapceHoBa'
IMeduyuHckuti ynusepcumem Acmata, Acmana, Kazaxcman
2HayuoHabHblll HAyuHbIlU MeduyuHckull yenmp, AcmaHa, Kazaxcmau
SHayuoHabHblll yeHmp 6uomexHoso2uu, Acmana, Kazaxcmat
*Kazaxckuil HaOyUOHA/1bHbIU yHUBEpcumem umeHu anb-®apabu, Aamamsi, Kazaxcman

AuHoTauus. Acinetobacter baumannii siBAsieTC OAHUM W3 HauboJiee ONACHBIX BO36yAUTE/IeH HO30-
KOMUaJIbHbIX MHQEKLHH, XapaKTepHU3YIOLUIUXCS BBICOKOM YCTOWYMBOCTBI0 K aHTUOAKTepHUaJbHBIM
npemnapaTaM. B cBsI3U ¢ 3TUM LiesIbl0 JaHHOIO MCCAef0BaHUs Oblia OLleHKa JUHAMUKU BblAesieHus A.
baumannii n ypoBHS1 aHTUOUOTUKOPE3UCTEHTHOCTH B MHOTONTPOdUJIbHOM CTal[OHape 3a nepuon 2021-
2025 rr. Jlnis 37O 6bLT NPOBEJEH CPABHUTEbHBIN PETPOCHEKTUBHBIN aHaiu3 13 221 KIMHUYECKUX
W30JIATOB, MOJIyYEHHBIX W3 pa3/IMYHBIX OTAeJeHUH. AHaJu3 MNPOBOAUJCA C HCIOJb30BaHUEM
MeTOoA0B GeHOTUNHNYEeCKON MJeHTUPUKALUM U onpejie/leHUs] YYBCTBUTEJbHOCTH K aHTUOMOTHKAM.
OnpefenieHre 4YyBCTBUTENBHOCTU (ARHTUOWOTPAMMBbI) IPOBOAW/IOCE C TIOMOILLbI0 aBTOMAaTU3UPOBAaHHON
cucrtembl Vitek 2 u pgucko-gudpdysvoHHoro Mertoja AJs [eBATH aHTHMHUKPOOHBIX NpenapaTos.
K 3THM aHTHMOMOTMKAM OTHOCATCA KapbOaneHeMbl (MMHIIEHEM, MepoOIleHeM), aMWHOIJIMKO3W/bl
(reHTaMUIIMH, aMUKalUH, TOGpPaMHUIIMH), (TOPXUHOJIOHBI (IUNpodJoKcaluH, JieBodJoKcalHH),
KOJIUCTUH M KOMOWHaUUsl TpUMeTonpuMa/cyibdpaMeToKkcasosia. Pe3ynbTaThl MOKa3aju CHIKEHHUE
4acTOThl BblJeseHus A. baumannii 3a nepuos Ha6mogenus (x> = 19.29, p = 0.0007), npu aTom
GOJIBIIMHCTBO H30JIATOB COXPaHSAJU MHOXKECTBEHHYIO JieKapCTBeHHYI ycToilyuBocTb (MJIY).
Haubosibinasi pe3sucTeHTHOCTh Oblja BhbIsiBJeHAa K GTOPXUHOJIOHAM U KapbameHeMaM, B TO BpeMs
KaK 4yBCTBUTEJbHOCTb K KOJIMCTMHY OCTaBaJlacb BbICOKOW Ha NPOTSHKEHUM BceX JeT. OTCyTcTBUe
MOJIEKYJISIPDHOT'O aHa/Iu3a OrpaHUYMBaeT UHTepIIpeTal1Io pe3yJbTaToOB, OJHAKO [0J1y4eHHbIH NPoQU/Ib
pPe3UCTEHTHOCTU MO3BOJISIET IPE/IOJI0XKUTh HAJIMYUE TeHOB, KOTOPbIe MOTYT BBICTYNATh B Ka4yeCTBe
($aKTOpOB NaTOTeHHOCTH. Pe3y/ibTaThl CPaBHUTEJIBHOTO PETPOCIIEKTHBHOIO aHA/IN3a PE3UCTEHTHOCTHU
NOJYEePKUBAIOT HEOOXOAMMOCTb IOCTOSIHHOIO JIOKAJbHOIO MOHUTOpPUHIA pEe3UCTEHTHOCTH A.
baumannii K aHTUOMOTHKAM W PALUOHAJBHOTO MCIOJIb30BaHUS AHTHMHUKPOOHBIX MpEnapaToB B
yCJIOBUSIX CTallMOHapa.

KiwueBsble caoBa: Acinetobacter baumannii, yCTOWYUBOCTb K aHTHOUOTHKAM, MHOXXeCTBEHHasl
JlekapcTBeHHas ycroiuuBocTb (MJIY), kapbaneHeMbl, GTOPXUHOTOHBI, KOJUCTHUH, KIMHUYECKHE U30-
JISATBI
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